Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.047; wR factor = 0.153; data-to-parameter ratio = 14.5.
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1; y; z; (ii) Àx þ 2; Ày þ 1; Àz þ 2; (iii) Àx þ 1; y þ Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Pozharski et al., 1997; Katritzky et al., 1996) .
They are often involved in hydrogen-bond interactions (Jeffrey & Saenger, 1991; Jeffrey, 1997; Scheiner, 1997) . There are numerous examples of 2-amino-substituted pyridine compounds in which the 2-aminopyridines act as neutral ligands (Navarro Ranninger et al., 1985; Qin et al., 1999; Ren et al., 2002; Rivas et al., 2003) or as protonated cations (Luque et al., 1997; Jin et al., 2001; Albrecht et al., 2003) . The nitrosubstituted aromatic acid 3,5-dinitro salicylic acid (DNSA) has proven potential for formation of proton-transfer compounds, particularly because of its acid strength (pK a = 2.18), its interactive ortho-related phenolic substituent group together with the nitro substituents which have potential for both π···π interactions as well as hydrogen-bonding interactions. A large number of both neutral and proton-transfer compounds of Lewis bases with DNSA, together with their IR spectra have been reported (Hindawey et al., 1980; Issa et al., 1981) in the literature. Since our aim is to study some interesting hydrogen bonding interactions, the crystal structure of the title compound is presented here.
The asymmetric unit of the title compound contains one 2-amino-4-methyl-pyridinium cation and one 3,5-dinitrosalicylate anion. A proton transfer from the carboxyl group of 3,5-dinitrosalicylic acid to atom N1 of 2-amino-4-methylpyridinium resulted in the formation of ions. The bond lengths (Allen et al., 1987) and angles in the title compound ( Fig. 1 ) are within normal ranges and comparable with the related structures (Quah et al., 2010 (Quah et al., , 2008a . In the 3,5-dinitrosalicylate anion, the two nitro groups are twisted slightly from the attached ring. The dihedral angles between benzene ring (C8-C12) and the two nitro groups (O2/O3/N3/C8 and O4/O5/N4/C10) are 27.36 (10) and 4.86 (11)°, respectively. The 2-amino-4-methylpyridinium cation is essentially planar, with the maximum deviation of 0.012 (2) Å for atoms N2 and C4; and make a dihedral angle of 7.16 (8)° with the benzene ring of 3,5-dinitrosalicylate anion. The molecular structure is stabilized by an intramolecular O1-H1O1···O7 hydrogen bond which generates an S(6) ring motif (Bernstein et al., 1995) . There is a short O3···N3 contact (symmetry code: 2 -x, -y, 2 -z) with distance = 2.876 (2) Å which is shorter than the sum of van der Waals radii of the oxygen and nitrogen atoms.
In the crystal packing, the cations and anions are linked to form a three-dimensional network (Fig. 2) by intermolecular N1-H1N1···O6, N2-H1N2···O7, N2-H2N2···O1, N2-H2N2···O2, C2-H2A···O2, C4-H4A···O6, C5-H5A···O5 and C9-H9A···O3 interactions and are further consolidated by C-H···π (Table 1) interactions.
A hot methanol solution (20 ml) of 2-amino-4-methylpyridine (27 mg, Aldrich) and 3,5-dinitrosalicylic acid (57 mg, Merck) were mixed and warmed over a heating hotplate magnetic stirrer hotplate for a few minutes. The resulting solution was allowed to cool slowly to room temperature and yellow needles of (I) appeared after a few days. The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.93-0.98 Å and U iso (H) = 1.2 or 1.5 U eq (C). A rotating-group model was applied for the methyl groups. The highest residual electron density peak is located at 0.79 Å from H6B and the deepest hole is located at 0.70 Å from N4. Figures   Fig. 1 . The molecular structure of (I) showing 50% probability displacement ellipsoids for non-H atoms. The intramolecular hydrogen bond is shown in dashed line. Symmetry codes: (i) x−1, y, z; (ii) −x+2, −y+1, −z+2; (iii) −x+1, y+1/2, −z+3/2; (iv) −x, y+1/2, −z+3/2; (v) −x+1, −y, −z+2.
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